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CAGGAATTCGTACGAACTCATATATTTCAGGAAACTGATGCAGAGATCTCCCGCAGTTTTTCCATTTAGTATGGAAAGCGAGTT
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GTAGATACCGGTTTCTTTTGTTCGTTGAAGGAAGGCACGCAGTTCTTCGGTTTCGTTTTCCGTCGGCCTGCCCAAATCTGCAAA
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GAAACCTTGATTGACGGCATAGGTTATGAAGAGGAAAAGTAGATTTGTCTGGTTAATCTTGCGCTCCTTTCCCCATTGAAAGA
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AAAGCAATCACATTC CATTACAGTTGTATAGAACTGCGTTC CCGTATACGTCAGCTAAGTCCGTTGTGATTCTGTCGACGGT CTG GG
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TTTTCTTCACCCCCGAATGCATCAAAGAACTCCTGTCTGGTCTGTTTTC AAGATGGGCGATCCGATCCTTCCCGATTCTTTCCGC
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