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GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
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500 510 520 530 540 550 560 570 580
TTGCGTGACTATAATCT  GAAGGAAAATAAGTT GTACACTGTACCGAAGAATCAAACGTTTTGTGATTTTAGTTGAAGAAATTGTC

590 600 610 620 630 640 650 660
TAACTATT GCAAGTACTAGTAGCGCTTTTTGACAATCC CACTAGATTAAAGCTATCGAATATTAAATAGAACGATTTTTATTTCG

750 760 770 780 790 800 810 820
ACATTACTAATTT GAAGTCTCTGTGGGAAAACGTAGACTCATACATATTCACAGCGCC CACAGCAAAATAACAGAAGAAATTAT

; 263!&‘&4

840 850 860 870 880 890 900 910
TCTGTACCGAGGAAACAGGTGAACATCTTCTGTAGCATTGCCCTGAAGAACGGTTCTGTGGTGACATGGAGTCCACAAC GG
—

830

R XN\

920 930 940 950 960 970 980 990
G ACAGTTTGCCCAAAGGCAGCCTAAGTGGCTGTGCCCTTCTCTTCATAGATTTGAAGGCAACGTCTTCTCTCATAAGCATG GTCGG
— — — — —
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1000 1010 1020 1030 1040 1050 1060 1070 1080
AAAGATTCT GGAA CAT CGTCTCTTGCAGCATCTGAAAGGTATGGTC AGGGAC LG T AAC GCTGATAAGAT GGG GA TCACCTGTCTG
— —— — — — —

1090 1100 1110 1120 1130 1140 1150 1160
TTCAGGACAGTCC AACTGGAAAAGAAATTGTTATTTT GCAAAATG ATTCTGAGGCCT T C ACG A CGG AAG GT AAAAAAG T GAG G
— —

1170 1180 1190 1200 1210 1220 1230 1240
T A AAT ACGAA TCCGA A ACCAGG GTAGA A ACCATAGGAT T CGG C GCC TG CGTGGCCATTGGGAAGTTC AC CCCGTG GG G G GTT G G

1250 1260 1270 1280 1290
GTT TATT TTTCC AAAA A TG GGGAAG AAAA AATTTTTT GGG®&R TT




