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Right clip: 944 Average spacing:  13.0
Avg. qual. inclip.: 51.81 Average quality >= 78, 20: 78, 30: 923
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Left clip: 14 Bases: 1275 10-19 E— 26.01.2018
Right clip: 944 Average spacing:  13.0 20-29
Avg. qual. inclip.: 51.81 Average quality >= 10: 78, 20: 78, 30: 923 >=30 —

AA‘AA“A“A‘AJAA“A“AAA“AAA‘AAA“AJL‘AA“A“AAJ‘AAAAA&“&AA AAA‘AA

510 520 530 540 570
CACACTTGAATACGGAGAAGTTT T TCGTCCAGTACACGGAGGACATTACCGACAAGGGCGGCGAGACCAAAGT GCTGACAGG GG G

590 600 610 620 630 640 650 660
AGGTAGTTGTGACACGGAACCCGTGCTTCCACCCGGGAGACGTACGGAAACTC CAGGGCAGTCGACGT CCACGGACT GGATT CAC

WO ,sAm&»A‘Ama.&.m‘.m&m.,My&:‘o

750 760 770 780 790 800 810 820 830
AGTTCTTCGTTACCTGGTATCCTGGCCTGGTGTTCCAGCGTC CAGAACGCAGACCCCATGGACTTCAGTTCCCCTCATAACAA

QOO SO

920 930 940 950 960 970 980 990
CAAACGCGCATCTCGCTTTTGCGC CACCGTG AAGGGAGGTATCTTTTCCAGTAGATGCCTTAGACTAGCCGAAAACATTT CCGA
— — —
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1000 1010 1020 1030 1040 1050 1060 1070
TGCTGTCGATTTT C AAAG ACA GGGGTATGTCCCTCTTTAGAA AG AAAG AA A GACC TTTGG AAA TCCA AATTT ATGGGAAAAA
—

1080 1090 1100 1110 1120 1130 1140 1150
AA AAGGGAAACTACAG AACGTCAAAT C T TTCAGGGAA AT G TA CAAAAGGT C CAA A ATTGAAC GGT T TG A GC ACTACTAA

1160 1170 1180 1190 1200 1210 1220 1230
A G CA A GAC CT GGGGT A A A TCAATTGA C ACCT CTT O CCAAACA AMAA ACTGGT T TC TCG CC G AAAAAA A AG A AA A A G
— -
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1240 1250 1260 1270

G Gr AG T ATT TGGE T AT T A AGGAG G G GGG GT G GCCCCCC




