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10 20 30 40 50 60 70 80
G TAA TT TGATCG T TT C T TA GT CA GCCAAAAT GT CT  GCCACCACCCATGGGAAGCTGAGAAGATTAG GAT T TACCTCT TG TAGTAG

90 100 110 120 130 140 150 160
GAGGCGTGGTACCA GGCAGAT GC TTTTGCCATGACCTTTTCAGGACAGTGGTC CTAAGTCTACGTTTTCTTCACCTCCCGAAT

250 260 270 280 290 300 310 320 330
TCGGTCTTCCATGTGTTGGTGCATCCTGACGATACATCCGGAGACCGCCTCAGCCTCTGTTGCGATCCCATACT GACTCATTCAG

420 430 440 450 460 470 480 490
GTCAATTTCGATTGTTTGACTCCCAGTGTCTTTGTCTTTATGTAGGTGGCTGCAAACCCGTTCAATCATCTGACACTCTCTGTA
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500 510 520 530 540 550 570 580
CATTTTGCCTTGAACTGACTCTGACCGTCTTGTAGTCTTCCCTTTCTTCTTTCCCATAAAGTCTGGATATTCCAAAGGTCTCTC

620
CTTCTTTTCTAAAGAGGGACATACCCCTGTCTTTGGAAAATCGACAGCATCGGAATGTTTTTCGGCTAGTCTAAGGCATCTAC

YOS IO SIA SO

670 690 710 720 730 740
TGGAAAAGATACCTCCCTTCACGGTGTGCGCAAAAGCGAGATGCGCGTTTGCAATCTGACCGAGTCTGTCATTTGCAATGTA

750 770
CTCGACAATGAAATCTTCGATGTCGTGGGTTTTAACACTTGATAGCTCTTTCTTGTTATGAGGGGAACTGAAGTCCATGG G

830 910
GTCTGCGTTCTGACGCTGGAACACCAGGCCAGGATACCAGGTAACGAAGAACTGGTCTCCGTCCAGGTCTCCTCCAGACATCT

930 940 950 960 970 980 990
CGTTTGGATGCGGTCGTTCTCCTTTGGACGGGAAGACGATGACGTCAACCATGTGATCCAGTCCGTGGACGTCGACTGCCCTG
— —
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1000 1010 1020 1030 1040 1050 1060 1070 1080
G GTCc6G6CTCGCGTCGAGCAACCCCGGGG6GG66G6CCCCCG6G666CCG6CCCACGGACGAAGACAAAAAAAGGGGGAACCCGGGACCCCAGA

1090 1100 1110
ACTTGGGAGCCCGCCCAAAAAACCGAACTCAA




