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Left clip: 13 Bases: 1198 10-19 E— 26.01.2018
Right clip: 992 Average spacing:  13.0 20-29
Avg. qual. inclip.:  52.04 Average quality >= 10: 86, 20: 68, 30: 950 >=30 —
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500 510 520 540 560 580
GGGCGATCCGATCCTTCGCGATTCTTTCCGCCTCAAACCTCTCGTATCGGTCTTCCATGTGTTGGTGCATCCTGACGATACAT

590 600 610 620 630 640 650 660
CCGGAGACCGCCTCAGCCTCTGTTGCGATCCCATACTGACTCATCAGATCCTGCAGCTTCTCATTGTACTTATCTCTGGCCTOC

830 840 850 860 870 880 890 900 910
AGTCTTCCCTTTCTTCTTTCCCATAAAGTCTGGATATTCCAAAGGT CTCTCCTTCTTTTCTAAAGAGGGACATACCCCTGTTCT
—

920 930 940 950 960 970 980 990
TTGGAAAATCGACAGCATCGGAATGTTTTTCGGCTAGTCTAAGGCATCTACTGGAAAAGATACCTCCCTTC CACGGTGTGCGCAAA
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1000 1010 1020 1030 1040 1050 1060 1070 1080

AGCGAGATGCGCGTTTGCAATCTGACCGAGTCTGTCATTTGCATGGACTCG AAATGAAATCTTCC AAGGCC GGGGTTTAACCTT
— — —_— e —— D] —— w— —

1090 1100 1110 1120 1130 1140 1150 1160
GAAACTCTTTCTTGTTTA GAGGGACTGAAA TCCAGGGGGC TGLGTTCT GACCT GG AACAC ACGCCAGATACA GG AACAAAMAAA
—
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]
lll70 11‘80 1190
TGGTCCCTTCAGT TTCTCCCA AACC CTTT TG AG
-




